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Abstract: Lead pollution is one of the difficult problems to be solved urgently in soil heavy metal pollution at present. It is
an effective method to repair lead —contaminated soil by interaction between microorganisms and trees. In this paper, the lead -
tolerant endophytic bacteria from the stems and leaves of Phyllostachys pubescens were isolated and purified, and the strains were
identified by physiological analysis and molecular identification. Results showed that a total of 27 endophytic bacteria were isolated
under different concentrations of lead stress, which were positive by Gram staining and VP test, 24 strains were positive (+) and 3
strains were negative (-) in catalase test. The results of methylene red test showed that 4 strains were positive (++), 20 strains were
weak positive (+) and 3 strains were negative (-), and the 16S rDNA sequence was amplified by PCR. By means of molecular
identification methods such as BLAST, comparative analysis and establishment of phylogenetic tree with MEGA software, it was
preliminarily inferred that the endophytic bacteria isolated were Pseudomonas, Bacillus cereus and Acinetobacter.
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Bacillus SP.(KT 183546.1)
L Bacilius SP.(FJ 984612.1)
|-Bacillus SP.(KM675990.1)
Bacillus cohnii.(MN177123.1)
Bacillus thuringien.\‘i.\‘(JX010983.1 )
S2
[ Bacillus cereus(MN746189.1)
Bacillus SP. (JF701945.1)
Bacillus SP. (MN596017.1)
Bacillus SP. (JX010998.1)
[ Bacillus SP. (MK602552.1)
Bacillus SP. (MG786930.1)
Bacillus SP. (KJ944107.1)
Bacillus SP. (KF863846.1)
Bacillus SP. (MF926244.1)
BacillusSP. (MT023681.1)

S1

Bacillus SP. (HQ639025.1)

BacillusSP. (KC119103.1)
Bacillus SP. (EU584539.1)

= Bacillus anthrscis. (MN746216.1)

Stenotro phomonas maltophilis (MG905269.1)
Stenotro phomonas SP. (MN208463.1)
Stenotro phomonas SP. (JN400505.1)
Stenotro phomonas SP. (KJ933407.1)

Pseudo monas SP. (JN626958.1)

Pseudo monas SP. (MH703466.1)
Uncultured bacteriurm (KF101147.1)
Acinetobacter SP. (KY681817.1)

Uncultured bacteriurm (HM319302.1)

Uncultured bacteriurm (JF905988.1)

Acinetobacter SP. (KC236501.1)

Acinetobacter SP. (GQ503319.1)

L Acinetobacter SP. (JX566544.1)

Acinetobacter SP. (KP152591.1)
| Acinetobacter SP. (KX989241.1)

Acinetobacter SP. (JQ082154.1)

0.050

_{f

S3

cinetobacter SP. (MN704019.1)
Acinetobacter radioresistens(MH915668.1)
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