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Abstract: In this study, multiple SUC protein sequences were analyzed in flax genome using BlastP, and
the structural domain was confirmed by Pfam. The members of the SUC gene family were obtained. The analysis
of gene structure, prediction of protein molecular weight, isoelectric point, signal peptide, transmembrane domain,
glycation modification site, subcellular localization, Motif and secondary structure were carried out on the family
menbers. The results showed that 12 members of flax SUC gene family were identified, containing 4 characteristic
motifs, most of which had more than 4 exons, more than 10 transmembrane domains. The evolutionary tree

analysis showed that flax SUC belonged to SUT1, SUT2 and SUT4 families, respectively.
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