Wl B 2018 4 45 11

Gansu Agr. Sci. and Techn.

No. 11 2018 97

SSR% > Thwid
PR, A M,

(1. ZMBR LB RFR, HHF 2N

3.H R e A L B TR ], HR

FE. A ERAREZ DNA IR, 3485

d 42, FHERO,
730070; 2. £ H TR LM FHREE, HH

B 735000)

. PCR B_EAR Z AL

AR Y St A O T S A A S

FHIK, FTEE!
% 743000;

T ERSBATLLEE T I AT &

Fadizik T SSR \%#ﬂaﬁlﬂifxﬂ’%ﬁ‘ék?f@éﬁﬂ’rm&/’Jﬂo

KAl SSR; Rk HENE; RARA

I:Pﬁ;’é% 8513 iﬁkhlb\ﬁq: A
doi : 10.3969/j.issn.1001-1463.2018.11.027]

XEHS:

1001-1463(2018)11-0097-06

Research and Application of SSR Molecular Markers to Identify Purity of
Corn Hybrid

YIN Xiangjia', HAO Nan', NAN Ming?, LI Shifeng?, LI Yanmei', JIA Guojun'
(1. Lanzhou Vocational and Technical College, Lanzhou Gansu 730070, China; 2.Dingxi Academy of Agricultural Sciences, Dingxi
Gansu 743000, China; 3.Gansu Dunhuang Seed Co., Ltd., Jiuquan Gansu 735000, China)

Abstract: In this paper, the research and application of SSR molecular markers in the purity identification of corn hybrids were

reviewed from the aspects of genomic DNA extraction, primer screening, PCR reaction system optimization and primer information for

purity identification of some corn cultivars.
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GACAGCGCGCAAATGGATTGAACT
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CTCGTCATTTTCAACGTCCTCTTT
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CTCGTCATTTTCAACGTCCTCTTT
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GGGCCGCGAGTGATGTGAGT
7 HeT 335 umel176 10.07 GAGTTTGTTCGTTTGTGTGTGGAG [38]
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8 Y3 phi065 9.03 AGGGACAAATACGTGGAGACACAG (39]
CGATCTGCACAAAGTGGAGTAGTC
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TCAGTTTGGAACAGGGAAAAGTA
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GAGCATGAGCTTGCATATTTCTTGTGG
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16 HHE 1S bnlg2291k4 4.06 GCACACCCGTTAGTAGCTGACTTG [43]
CATAACCTTGCCTCCCAAACCC
17 7530  bnlg2305k4 5.07 CCCCTCTTCCTCAGCACCTTG [44]
CGTCTTGTCTCCGTCCGTGTG
18 4T 818  umcl429y7 5.03 CTTCTCCTCGGCATCATCCAAAC [45]
GGTGGCCCTGTTAATCCTCATCTG
19 T bnlg1792 7.02 CGGGAATGAATAAGCCAAGA [46]
GCGCTCCTTCACCTTCTTTA
20 TR 1S bnlgl 16 3.06 AATACTGGACCACCAGGCAC (47]
CGTGGGTCACCAGGAGTC
21 425999 bnlg1496 3.09 CTGGGCAGACAGCAACAGTA (48]
AGCCAAAGACATGATGGTCC
ume1222 1.01 CGTCTTCGTGAGAGACATCCTGT
CTCAGAACAGAAGCCATCAAAAGC
22 WA 165 bnlg2331 1.11 TCTGATATCATAAAGGAGGACCG [49]
GGAGCTTGCGCTTTTTAACA
phil12 7.01 TGCCCTGCAGGTTCACATTGAGT
AGGAGTACGCTTGGATGCTCTTC
23 ¥ 165  bnlglds50 10.07 ACAGCTCTTCTTGGCATCGT [50]
GACTTTGCTGGTCAGCTGGT
phi420701 8.00 GATGTTTCAAAACCACCCAGA
ATGGCACGAATAGCAACAGG
24 B 115 phi053 9.03 AGGGACAAATACGTGGAGACACAG [51]

CGATCTGCACAAAGTGGAGTAGTC
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