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Cloning of Transcription Factor DREB1A Gene and Construction of Plant Ex—
pression Vector

LIU Na, YANG Wenxiong
(Institute of Wheat, Gansu Academy of Agricultural Sciences, Lanzhou Gansu 730070, China)

Abstract: To research the function of the transcription factor DREBIA in plant tolerance to osmotic stress, a pair of primers
was designed according to the sequence of DREB1A gene in GenBank databases. The DREB1A gene was cloned from Arabidopsis
thaliarra by the method of PCR. By the method of Recombinant DNA Technology, plant expression vector pPCAMB1A1300-DREB1A

was successfully constructed. The results laid a foundation for further research on genetic transformation using DREB1A gene.
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