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Bioinformatics Analysis of Sheep STMN2 Gene
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Abstract: This study aimed to study the bioinformation of sheep STMN2 gene. The physicochemical characteristics, structures
and functions of ovine STMN2 are predicted and analyzed with software tools and database. Meanwhile, the phylogenetic tree of STMN2
and related proteins is constructed, The result shows that the ORF of STMN2 is 540 bp which encoded 179 amino acids. The sheep
protein of STMN2 is 12.5 KD in molecular weight, 11.57 in isoelectric point. The secondary structure of STMN2 shows that it mainly
constituted of « —helix and coils, and important role in reproductive regulation as a growth factor in nucleus.
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Research Summary of Local Root Fertilization and
Water—fertilizer Coupling Technology
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Abstract: The research of water —fertilizer coupling is always an import part of water —saving technology and rational
fertilization. This paper aim to describe the current situation of water—fertilizer coupling by the analysis of partition fertilization, the
influences and mechanism of action that the water—fertilizer coupling, partition fertilization effected on the root of plant, and the
photosynthetic characters of leaves effected by the partition organic—fertilization. Meanwhile, this paper looks forward to the future
of apple trees partition organic—fertilization.
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