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Cloning and Prokaryotic Expression of Brassica campestris COR Gene
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Abstract: A full-length of COR gene is cloned by RT-PCR from Longyou 6 ( Brassica campestris L..), the gene encoding area of
COR is 390 bp. It is connected with the E. coli expression vector pET-30a. A recombinant prokaryotic expression vector pET30a—COR is

constructed and transformed into E.Coli BL.21, after IPTG induction, SDS-PAGE showed that the gene express an approximately 14.3

kD protein. For the further study on the structure and function of target protein provides an experimental basis.
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