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Study on the DNA Extraction Effects from Dry Seeds of Wheat

WANG Hong-mei, HOU Yi-qing, OU Qiao—ming
(Institute of Biotechnology, Gansu Academy of Agricultural Sciences, Lanzhou Gansu 730070, China)

Abstract: Two rapid DNA isolation methods from dry seeds of wheat was established by DNA extraction kit and CTAB in this
study. The DNA samples were detected in terms of the UV spectrophotometer analysis, agarose gel electrophoresis, PCR amplification
respectively. The results indicats that the method with DNA Exiraction Kits was simple, rapid and low costs, the extraction rate and
purity of DNA was better than that of the CTAB. Using the DNA samples as template, the Glu—B3 locus of wheat LMW-GS and
 —secalin gene of triticale could be amplified with distinct and specific target bands by multiplex PCR. The genomic DNA exiracted

from dry seeds of wheat can meet the needs of molecular tests.
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